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Rice breeding and variety determination of novel cultivars using molecular
markers

Naoko Fujita!, Satoko Miura!, Naoko Crofts', Yasunori Nakamura' 2

! Department of Biological Production, Faculty of Bioresource Sciences, Akita Prefectural University
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Rice starch is the greatest source of carbohydrates for the Japanese. At Akita Prefectural University, we have studied starch biosynthesis
mechanisms using rice since 1999. The isolation and collection of rice mutant lines related to starch biosynthesis genes and the analyses of their
starch structure, physicochemical properties, and physiological biochemistry have contributed to the understanding of rice starch biosynthesis.
During these processes, we found unique starch properties in isolated mutant rice lines. Therefore, we also researched their application for
practical use. In the present study, we introduced the molecular marker selection method for breeding novel rice cultivars. This method can also

be used in genetic screening to identify novel rice cultivars with unique starch properties.
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