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EHLTRY, RAARMEIIERIICAHHCE 2R/ MEBETOITITH L TVD EEL N,
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27 X (Pueraria lobata (Willd.) Ohwi) 1%, D25 MHED
Y ARZEETRTHD (K1), HHIERIZIEFITK
AUEL, A ERICBERLUEZBREZES. BHARZET
WP OTREET YT, 27837,
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2010).
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] ZEMTHEEXTDIZ2X (b)) &TEF (F)
FOTEBDIHFACIC L - T, MITHALL L7 AL

BRENEEN, IO MR & LTS
L7zeZBZHNTWD. AL, MEE L TORE
RS T O F 0 BRUT A 5 T2 b O Z FEMAY IR
L, IHIL, ENOEHAVTHEEEHBLIEES
AHNTND. 7 RAIHREEBOWEHTHY, MT
BEET 21203, FREEREOFHE, Thbb, 77X
DI =T =) OHNG, MIZHEELIZBRE CAT
L, RIGERELICHTEIG U7z B & B IRUAA I 72 3005
R O R REBEDB ML ETH D LB 2
Hib.

AR 7230 R A o T 72 o12iE, £970%
A S G LI X&YYo 7 LT
S HERH Y, 7%@&&%%@@@ﬂﬁi#yf
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= T AGHICOWTIIT — A NARENTE
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2 X (Pueraria lobata)
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ERBET Ku-04 &L 13 H1
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B E™ Ku-09 A5 18 H1
12 5 R EBRRER T 2R AT Ku-10 SR A H1
FRERBAT Ku-11 B&EE 184 H1
FRE+BETH Ku-12 BRAE 178 H1
REE _E/KRNEBSEET Ku-13 B&EE 138 H1
AR BRH Ku-14 ST E 518 A H2
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*Bentley and Mauricio (2016) TO/N7 B XA 7,
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K rpoB-trnC i An 1 Wl % > — 27 = AT LTz,
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BRSO rpoB-trnC Bis K TH Y, DNA
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= (&2).
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2] 1REES (5'-3)
Kuzu-trnC cacccggatttgaactgggg
Kuzu-rpoB ctacaaaacccttcaaattg
Kuzu-trnC1 tgaattggaatatgtaatatcat

Kuzu-rpoB1 aagcaatattgattagttatg

PCR g 25u ) 1%, 1ul ®F 7 L— | DNA
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(10ng/ 1), 3.511® dH20 (BE/AK), Sul®D 2mM
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T O 5 T TH o 72, rpoB-trnC B A5 - [HfEIKIE
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3R, 4R SR BN E S, HAAKRT 1RO
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V. E o, TRPSNC S, ARWFFED 28, 38 4
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L, TOHEELHEE LWL Z b, HARY
ADRFNRD—DTHDHETHINETOEZ T %
KT R THoT.

- 70 -



PREFERRE S KBRS KT =7 2 v —F L B /2019, vol. 6, 68-72

ARG TIX, 7 REBDFEHNNUET 5 72D O Heh#
IR A2 1525 BT, HAARICAEETT 57 XOHERE
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Genetic variations of Kudzu (Pueraria lobata) in East Japan inferred from the
sequences of a cpDNA intergenic region

Kentaro Yasuda'!, Hiroshi Tsuyuzaki’

! Field Education and Research Center, Faculty of Bioresource Science, Akita Prefectural University

2 Department of Agribusiness, Faculty of Bioresource Science, Akita Prefectural University

To obtain the basic information required to promote the germplasm exploration of Kudzu (Pueraria lobata) efficiently, genetic variations of
fourteen accessions from East Japan were analyzed based on cpDNA sequences using the intergenic spacer region between rpo B-trn C. The
entire sequenced length of the all analyzed accessions were differentiated from 1092 to 1094 bp due to a mononucleotides repeat mutation. Six
mutation sites were detected from all the accessions. Based on these mutations, five cpDNA haplotypes (1, 2, 3, 4, and 5) were recognized.
Haplotype 1 was founded in nine accessions. Haplotype 4 was detected in two accessions. Only one accession was recognized in each of the
haplotypes 2, 3, and 5. Our results indicated that Kudzu in East Japan has a relatively high genetic variation, although haplotype 1 predominated.

Our results also indicated that East Japan might be an appropriate area for germplasm exploration to obtain candidate accessions for cultivation.

Keywords: germplasm, collection, cpDNA, genetic diversity, Kudzu, Pueraria lobata
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