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Septin dynamics of Coprinopsis cinerea
Behaviour of Cc.Cde3, Cc.Cdc10 and Cc.Cdc12 in the vegetative hyphae

Hajime Muraguchi', Mitsuki Matsubuchi', Mayu Sugo', Toshiaki Nose”

! Department of Biotechnology, Faculty of Bioresource Sciences, Akita Prefectural University

2 Department of Electronics and Information Systems, Faculty of Systems Science and Technology, Akita Prefectural University

Coprinopsis cinerea is one of the model organisms in basidiomycetes, and has provided clues for our understanding of the molecular mechanisms
by which fruiting bodies are formed. We isolated developmental mutants defective in fruiting body morphogenesis and found an elongationless
mutant, which fails to elongate the stipe at the final stage of fruiting. The gene responsible for the mutant phenotype encodes a septin protein
homologous to Cdc3 in Saccharomyces cerevisiae. Database search revealed that C. cinerea has at least six septins: Cc.Cdc3, Cc.CdclO,
Cc.Cdclla, Ce.Cdcllb, Ce.Cdel2, Cc.AspE. In this study, we tagged Cc.Cde3, Cc.Cdcl0, and Cc.Cdcl2 with EGFP or mCherry, captured
photos in 30 sec intervals, and made movies showing septin dynamics in the dikaryotic vegetative hypha. When the clamp protrudes from the
hyphal cell wall, Cc.Cdc3, Cc.Cdcl10, and Cc.Cdc12 are recruited at the front and rear of the protrusion site. The assembled septins at the rear of
the clamp moved to the septum formed in the main hypha. The recruitment of septins at the clamp protrusion site occurred within a few minutes

and then disappeared. The movies suggested that the assembled septins at the protrusion site are used in turn for septum formation.
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