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W5 Z LD, HITOBHEREZAITIEH L COUDOVEFE SNz, BEZLRBNERE L THEINTH L. BMORE %
95 EERNDWHE L LTRESLEY (GH) AT 5. Gl @G FICREEHOLE SRS TREY, SEOZETIE
121 /B & 12 FB D= RACR OGNS 1V EHEZARIEH L TE2AT > 72. A% FC THIE STV 2RI (BASARES 12 81
EBEMMEA 3 EH) DMK, DS/ 2 DNA ZERE L, GH {5 AT L 7ok, 2 COMEEDS AB A L 7 5 CH s 1 &Ff>
EWVWIOFERE oz, AT KXOVB B GH AR T 2R FE, B KRE <R RT <HRNIED (93) BAVIZ WD E Vo 7ok
MEFRFOZ EDMOIN TV D, SR HOAFEICEN - B AREATEFOREL, IRERAROWEN IS Th 5 &5 2 5 A5 FC DfF
BITEOFER, RFFC THE T 5WHALETIZ AB B GH Bn T 2R oERN £ ool bBEZ BND.
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AR, B AFRHIRTE L e E O AEE I
BSE DRI B 5 BOLZAMITET 2 e,
LR R EFERERICB T 2 FEEAE DL < OE
ERZTW5D. BUE, KRFET7 04— REEMIEE
% — (FC) IZTHBE ST\ BAREMAREFIL, H
FRRFOF R ICEN TR Y HBEE IC#E L T\ D
ZEMnn, HTOEEIERAZANIEH L TOUO
WEE SNz, BRELRERERE LTI
Thb.

Y ORE & T 5 EE RN WE & L TR
ERLVEUNRT NS . EFIIF SO E RS (5

IZA R L RARRE) ZHIHT 52 & T, ERAVES
LEONTIENREA AT L, EEESCAEOMES H
L LI 2 T> T D, ZILE TORFREND,
DRV VBT IR O 28 B )RR &
NTEY, KoRx SRMEMOMN &S, fHANIEN
() DAY FITEWRROND I ENRHALNE
725 TW% (Ardiyanti et al., 2009) .
BRI, 127 FBH E 12 FHOa R 1
Y27 (SNP; Single Nucleotide Polymorphism) &
MEEN D EBRPHERSN TS, TEHIZE-T
RoHaEnZInb0ERIE, 127FBD=2 K
NoAT vk 12 FEROI RURA L= %o
— FLTWOEETFHE AR, 127 FEHDO= K
MAN) U E I FBEROI RURAL A= Fa—
FLTWai#EE M % B AL, 127 HHO=2 RuUn
NRY) v 1N FROaA R BATF A= a—R
LTWAEBETMEZ CREERINL TV (FELD.

®R1 GHEGFICHIITEEFE
BirFE Ik 127 ak2172
A CTG (Leucine) ACG (Threonine)
B GTG (Valine) ACG (Threonine)
C GTG (Valine) ATG (Methionine)
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ZRFOPIIENREL RDMEAN A Hh, C Bo
R ARV v B R OFIIR D N SV S AN B G

() BEL ADMHEABHEINTWD. e,
BHROKERLVEV 2RO UIE, ATE CBID
W DR A RO,

ZhETO®RETIE, BEMESICER L2
%<, WMURA4STH D A AREATEFICET S
WEIT D220, BIEARS FC T, BAEARELED
REME A 7 U T MLARTBE 224812 K 2 fE 24T > T
5. YDA TWEREMMES L TE R, £
e UWIRE ZEBE DS R ) 0 A AR A TR D T % S
DICRE I L7201, BHEARLVE VB2
ZHEIE & LIC B O B8 B R O MGt & B AR
L.

Z ZCANFZETIE, FC TEET 5 A AE MRS
BT DR AR NVE RIS BL A DA
L, AEPEME - WEEOMEAZRET L2 L2 HRY
L.

HHREIVAEE

7/ L.DNA 4 & 7 ') L5 PCR 3%
74— REEW R X —CRETHHHL
(A AR AFE 12 96, BEMMES 3 80) OME» 57
/ 2 DNA ZfifitH L, PCR i & dE5IKENEZ HV T
GH Bfs 72 a Wt Liz. 77/ & DNA Ohhiix
Nucleospin Blood (% 1 7 /31 ik 4t) 2 Wz,
PCR 44413, EmeraldAmp PCR Master Mix (& 5 7/
A F) & AT, Master Mix 25 1, GH 4F Forward 7
FA4~— 25ul, GH5R Reverse 77 A ~— 2.5ul,
GH AR Reverse 7°7 1 ~— 1.25 11, GH ABR Reverse
7T A~— 125ul, gDNA2ul, #BHIK 155410

FIE TSR AL, 98°CT 10 B, 62°CT 30
FOIH], 72°C T 30 Bl & 30 Y1 7 VM L7z, Z D,
7T A =R D EBAIRIEDS, GH 4F Forward 7°Z
A ~—& GH 5R Reverse 77 A ~—1% 10pmol/ml,
GH AR Reverse 7*7 A ¥— & GH ABR Reverse 77
A ~—I% Spmol/ml & 7% L DT L. v
7T A =~ —iH % 2127”7 (Chikuni et al., 1997,
Ardiyanti et al., 2009) .

GH Bz TFEHIE

S U 72 PCREEM %, 2% T /T 00— A 7 )L & W T
30 4y BB IKE) L 72, ChemiDoc™ Touch A A —3
Y7 AT A (Bio Rad) ZHWTHRE L, GH#{x
TR LT

LB OEBRIZH N7 T A ~—DfAE DR T,
A B DBIRFA 2 R O3lEHCIE 347bp OALEIC, B
D AR 1T % FFORE Tl 484bp DALE IS, F 72,
C DB & £ D50 Tl 656bp DALEIZ /N
RRBIND . T O L BRIKEI DR RN D,
B RO GH B R 2 HE L7z,

BREER

TJ4—ILFEEHREL 42 —THBELTLSHA
40 GHEzFE

BRI R Z 1 ITRT. 73 No.l~12 AR
FAFE, No.13~15 BWEEBMFEOMER LR L TND.
AEOFER T, £ ToOREHIBWT, 347bp &
484bp DALIEIZ/N Y RISHERE STz, ZORERMN D,
AFRBR TG U721, £ T AB .0 GH Eis 1
EROZEDRH LN E IR o7,

FATHFZEDFER NS, ATH 50T BROKE R
IV EFEOIIIRN R X < A2 DA D] B T 72

K2 GHEGEFBEPR 71— (FES, 1997)

BIGF 1B EES Jagy a4 X
GH 4F Forward 5" —~TCTATGAGAAGCTGAAGGACCTGGAGGAA-3’

GH AR Reverse 5" - CGGGGGGTGCCATCTTCCAG-3’ 347 bp

GH ABR Reverse 5 —ATGAGCCCTCAGGTACGTCTCCG-3’ 484 bp

GH 5R Reverse 5" —CCAGAATAGAATGACACCTACTCAGACAAT-3’ 656 bp
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S>TW5. CHID GH BIs 1 Z R 241X NG

() MAVRT VN, KITHEY REL 267
W E WS TRED R STV D (Ardiyanti et al.,
2009, JNEE, 2016). £7=, C oD GH Ein 1T EE
FFEAIC B W TSR S LTV DY, HARKA
fidAxtg: & Lz GH a1 2RI T 5458 T,
C Bl GH BInFZFr > EKITIT L A LG ST
AYAAN

BEMESICBO T, AR L 72 fEE (No.13
~15) 1ZETOMEEN AB B> GH & fn 1% £
KThotz. BEMEFICBWVTH, %< OMEEMN
ARHDHNNEBED GH BB T2 FFOZ & A HE &
nTn5.

F7z, AEMEEL 72 A AR ARES (No.l~12) I
2 TOEERN AB LD GH &1 & FF >k TH -
7o BAREMFEFIIABETEICE L TR, RIA
DAEFERNTENTND Z LG, HAWNIEN (3
V) MADLEOIRUBE LY G, BBERE L RAEE
MWBEIND ZENEL, BRELTAMBLWEB
B GH B T2 FF AN L ol BEZ B
5. Mz T, A% FC CTIXHAEARFORE AL
PERES) B e RIRICTE 0 L, ARE AR DB A& U C
b5 ) 7o) B2 Fith & BREICEIBE B AT o TV D.
NSRS () MT= o 50 A-T=A-E Tl <,
DUODOWE LIZBEE CORFREREEZIT - T X124
R, AB D GH BB T ZFOEN L Igo T
HEEBEZLND.

B

AWFFEIE, KRS R FEFR T o U
7 b TE R 2o =3 G5 1)) OXEE =
FTITHo 7.
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The distribution of growth-hormone gene polymorphism in beef cattle in Akita
Prefectural University Field Education and Research Center.

Katsuyoshi Sato

Department of Agribusiness, Faculty of Bioresource Sciences, Akita Prefectural University

In recent years, the idea of animal welfare has become widespread in animal husbandry. Japanese shorthorn cattle are excellent in lean meat
productivity and their meat is very flavorful; they also show suitable grazing. I have studied Japanese Shorthorn cattle with attention to
their hormones. The aim of this study was to investigate the distribution of bovine growth hormone (bGH) polymorphism caused by nucleotide
substitution of CTG (allele A)/GTG (allele B) at codon 127 and of ACG (allele A and B)/ATG (allele C) at codon 172 of bGH, GH genotypes at
beef cattle in Akita Prefectural University Field Education and Research Center (FC). In the results of this study, all animals, Japanese Shorthorn
cattle (n = 12) and Japanese black cattle (n = 3), had a genotype AB of bGH. In previous reports, the cattle with allele A or B had great carcass
weight, and heifers with genotype CC had a tendency to have higher BMS than other genotypes. We are aiming to produce excellent lean meat, so

suggest that there be mostly alleles A and B in FC.
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