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Preparation of samples from the carnivorous sea snail, Thais bronni (Reishigai)
for transcriptomic analysis to study the formation of egg capsule

Keiju Okano', Yuya Matui', Mei Hosaka®, Nobuyasu Nakabayashi’,
Wong Yue Him', Mieko Oguro-Okano'”,

! Department of Biotechnology, Faculty of Bioresource Sciences, Akita Prefectural University,

2 Akita Prefectural Institute of Fishery, * Yamazaki University of Animal Health Technology

Reishigai (Thais bronni) is a species of carnivorous sea snail belonging to the marine gastropod mollusk in the family Muricidae. There is an
urgency in the development of methods to reduce the Reishigai population around the settlement sites of Rock oysters because of the serious
predation of juvenile Iwagaki (rock oysters) in Akita Prefecture. In summer, in its natural environment, the Reishigai produces an egg mass complex
composed of thousands of cylindrical egg capsules. Conspecific adults tend to swarm around the egg mass. The authors of this paper are interested in
the manner in which the egg capsules are formed and in the causes of the swarming of conspecifics around the egg mass because these two features
are distinctive to the reproductive strategies of the Reishigai. De novo transcriptome is the most straight forward way to obtain molecular
information on the formation of the egg capsule and the swarming activity, but the transcriptome depends on the quality of the RNA, the timing of
the sampling, and proper dissection. The sample preparation, unique total RNA pattern, next-generation sequencing, and the preliminary results of
the Reishigai transcriptome are described in this paper. As targeted samples, the researchers dissected potential egg capsule glands from mature
females and the mature females swarming onto the freshly prepared egg mass. As control samples, dissected gill, mantle, ovary, and potential ventral
pedal glands were prepared together with the male digestive organ, embryos, and the veliger larvae. The total RNA patterns obtained via the Agilent
bioanalyzer (RNA 6000 nano kit) are unique and show a broad singlet around 18S rRNA and without 28S rRNA. ¢cDNA library was prepared using
Illumina kits and was sequenced by Illumina HiSeq1000 at the Biotechnology Center of Akita Prefectural University. The preliminary analysis

indicated that potential egg capsule glands highly expressed the homologs of Busycotypus canaliculatus egg capsule proteins.

Keywords: carnivorous sea snail, Thais bronni, Reishigai, transcriptome, egg capsule
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