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2016, HALARMEERE 2015).

T H BB LT TIE, RO THEAE 2N =
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HRTHZENEETHS. L, YINMEAY]
HORBEERICRIT 2 RMEICET 2T EA L
7200,
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—a—F 4 U RO FIE L B LT, [RERE
NEL, BEEDONALT 222 T TISEEOY 7
VMR ATRE T dH D &9 KBFTA £FD (Nochols et
al. 2016). EEENORMEMAT T trnl (UAA) intron
P6 loop fEIE (LA T tznl) M)A < FHO BTV A (Raye
et al. 2011). Z OMEBUIFEFICE L, BpAREH
OWEHZAERATH D Z EDBFEH STV D2, 3
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[FEMNFRE T o 7. WIS OB ONEY
1, NIEHRT & TR O M EARIZ VT, HFFEDHEN
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BRI EEARP LS REICAEBTT 54 %
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NTH XA FIREsp. 0.99  0.00 o
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Rumen contents of sika deer in Shirakami mountain
revealed through microanalyses and DNA barcoding

Yuzu Sakata

Department of Biological Environment, Faculty of Bioresource Sciences, Akita Prefectural University

The population expansion of sika deer (Cervus nippon) in Japan and the consequent heavy browsing by this species have severely affected forest
vegetation. However, the feeding habits of sika deer in recently invaded forests remains unknown. We aimed to document the feeding habits of
sika deer in one of the areas where it has recently invaded, the Shirakami mountains in northwestern Japan. We used two different methods,
microscopic analysis and DNA barcoding, to analyze the rumen samples of two individuals of sika deer. The microscopic analysis revealed that
31.5% and 30.5% of the each rumen samples contained leaves of dicots, and 30.2% and 24.0% of the each rumen samples contained seeds and
fruits. On the other hand, graminoids such as dwarf bamboo (Sasa sp.) was less contained in both rumen samples. We detected 98 plant taxa by
means of DNA barcoding. Overall, these results suggest that the diet of the sika deer in recently invaded forests with a rich understory include
various plant taxa but consisted of a few predominant plant species. Future studies involving quantitative analysis of more samples by
investigating feces, and by vegetation surveys of forest understory plants are necessary to elucidate the vulnerability of the different plant species

to browsing by sika deer.
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